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Objective: q Current deep ML model successfully 
predicts RNA structure stability

q Adapt and Train model to predict 
peptide stability

Sub-Goals: q Change NU-ResNet to utilize Amino 
acids

q Pull and format Peptide training data 
for model

q Implement Peptide Motif recognition 
for NUMO-ResNet

Purpose: q Assess Model’s capability to predict 
other molecules

q Potentially provide researchers with 
tool to evaluate peptides
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